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Labori ID
Proovi number
Kliendi nimi
Kliendi e-post
Saabumise ja registreerimise aeg
\Raporteerimise aeg J
MDA _V030v4.0
Rahvusvaheline Genoomide Andmebaas (IDG) IDG_v1.0 (mai 2025)
Uuritavate objektide arv IDG andmebaasis 831 790
Taimede arv IDG andmebaasis 147 325
Bakterite arv IDG andmebaasis 108 038
Seente arv IDG andmebaasis 88221
Putukate, imetajate j.t arv IDG andmebaasis 362 808
DNA jarjestuste arv proovi kohta X, XXX, XXX
Tuvastatud uuritavate objektide arv XXXX (bracken)
Autentsuse anallisi jareldus AUTENTNE VOI MITTEAUTENTNE

Kdesolevas aruandes on autentsuse definitsioon jargmine:

Autentne: AnallUsitud proovi DNA profiil on sarnane Celvia CC loodud Autentse mee metagenoomi andmebaasi (MDA2_v1.1)
alamhulga profiilidega. Sellisel juhul on proovil vdaga suur téendosus olla autentne mesi.

Mitteautentne: Analllsitud proovi DNA profiil on erinev Celvia CC loodud Autentse mee metagenoomi andmebaasi
(MDA2_v1.1) alamhulga profiilidest. Sellisel juhul on proovil vdaga suur tGendosus olla mitteautentne mesi.

Tolgendusreegel: Proov peetakse autentseks, kui m&lema valideeritud masindppemudeliga arvutatud autentsuse skoor on
eelnevalt madratud lavendist suurem. Kui vdhemalt Uhe mudeli autentsuse skoor on alla lavendi, loetakse proov
mitteautentseks.

MDA v2 testi tundlikkus on 89,5%, mis tdhendab, et testi vGime Oigesti tuvastada mitteautentset mett on 89,5%.
MDA v2 testi spetsiifilisus on 99,6%, mis tdhendab, et testi vGime Oigesti tuvastada autentset mett on 99,6%.

Oluline teave:

Mee DNA metagenoomi analtits (MDA v2) kirjeldab mee koostist ja autentsust, kasutades NGS-meetodil teostatavat mee DNA
metagenoomi anallusi ning liigipShist ja proportsioonipdhist masindppemudelit, vastavalt t66juhendile MDA _P002 v 2.0. DNA
profiili vOrreldakse erinevat tllpi mee DNA profiilidega Celvia CC poolt loodud mee DNA profiilide andmebaasi alamhulgas
(Autentse mee metagenoomi andmebaas, MDA2 _v1.1). MDA v2 on mees esinevate DNA jarjestuste sihtimata analiils. Seet6ttu
vOivad tulemused erineda teistest meetoditest, nagu Sietolmu anallis, PCR-pbhine sihitud DNA anallits, NMR j.t. Tulemused
kehtivad ainult kliendi poolt esitatud proovile. Celvia CC ei vastuta Uhegi tdlgenduse, jarelduse ega tegevuse eest, mis
pdhinevad meie anallUsitulemustel. AnallUsiprotsessi voi metoodika tagasipddratud konstrueerimine on keelatud. Vaidluste
korral kohaldatakse ja lahendatakse kdik kiisimused vastavalt Eesti Vabariigi seadustele. llma Celvia CC loata on lubatud ainult
aruande taielik taasesitus. Pretensiooni esitamise tahtaeg on 30 pdeva raporti véljastamise kuupéaevast.
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Laboratory ID
‘ E l V | A Sample number
Client name

Client e-mail
Arrival and registration time
(Reporting time

MDA V030 v4.0

International Database of Genomes (IDG) IDG_v1.0 (May 2025)
Number of studied objects in the IDG 831 790
Number of plants in the IDG 147 325
Number of bacteria in the IDG 108 038
Number of fungi in the IDG 88221
Number of insects, mammals, etc in the IDG 362 808
Number of DNA sequences per sample X, XXX, XXX
Number of detected studied objects XXXX (bracken)
Conclusion of the authenticity analysis AUTHENTIC OR NON-AUTHENTIC

-

\

The definition of authenticity in this report is as follows:

Authentic: The DNA profile of the analysed sample is similar to the subset of profiles of Celvia CC’s created Metagenomic
Database of Authentic honey (MDA2_v1.1). The sample has a very high probability of being authentic honey.

Non-authentic: The DNA profile of the analysed sample is dissimilar to the subset of profiles of Celvia CC's created
Metagenomic Database of Authentic honey (MDA2_v1.1). The sample has a very high probability of being non-authentic
honey.

Interpretation rule: A sample is considered authentic if the authenticity score calculated by both validated machine learning
models exceeds the predefined decision threshold. If the authenticity score of at least one model is below the threshold, the
sample is considered non-authentic.

The MDA v2 test sensitivity is 89.5%, meaning that the test correctly identifies 89.5% of non-authentic honey samples.
The MDA v2 test specificity is 99.6%, meaning that the test correctly identifies 99.6% of authentic honey samples.

Important information:

The Honey Metagenomic DNA Analysis (MDA v2) describes the composition and authenticity of honey using an NGS-based
honey DNA metagenome analysis and species-specific and ratio-based machine learning models, in accordance with the
workflow MDA_P002 v 2.0. The DNA profile is compared against the different types of honey DNA profiles in the subset of
the database created by Celvia CC (Metagenomic Database of Authentic honey, MDA2_v1.1). MDA v2 is an untargeted
analysis of all DNA sequences present in honey. Therefore, the results may differ from those obtained using other methods,
such as pollen analysis, PCR-based targeted DNA analysis, NMR, etc. The results apply only to the sample tested as provided
by the customer. Celvia CC takes no responsibility for any interpretations, conclusions, or actions based on our analysis
results. Reverse engineering of the analysis process or methodology is prohibited. In the case of any disputes, all matters will
be governed and resolved in accordance with the laws of Estonia. Without the Celvia CC permission, only a full reproduction
of the report is allowed. Claims must be submitted within 30 days of the report issue date.
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